In the title salt [common name l-carnitine hydrochloride], C 7 H 16 NO 3 + ÁCl À , the organic cation features a carboxylic part (-CO 2 H) having unambigous single-and double-bonds [1.336 (2), 1.211 (2) Å ]. There is a large N-C-C bond angle [115.9 (1) ] for the C atom connected to the bulky trimethylamino substituent. In the crystal, the acid H atom forms a hydrogen bond to the chloride anion, whereas the hydroxyl H atom forms a longer hydrogen bond to the anion, generating a helical chain running along [001] .
Related literature
For racemic carnitine hydrochloride, see: Tomita et al. (1974) ; Yunuskhodzhaev et al. (1991) . For R-carnitine, see: Gandour et al. (1985) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). (Gandour et al., 1985) . L-Carnitine, a zwitterionic compound that is biosynthesized from lysine and methinonine, is the vitamin B T ; it is also avaliable commerically as the hydrochloride salt. The crystal structure of racemic carnitine hydrochloride has been previously reported (Tomita et al., 1974; Yunuskhodzhaev et al., 1991) . In the crystal structure of L-carnitine hydrochloride (Scheme I), the carboxyl -CO 2 part carries the acid hydrogen ( Fig. 1 ).
This part has unambigous single-and double-bonds [1.336 (2), 1.211 (2) Å]. The three-atom C carboxyl -C-C trimethylamino unit shows a large angle [115.9 (1) °] for the atom connected to the bulky trimethylamino substituent. The acid hydrogen forms a hydrogen bond to the chloride anion (Table 1) . Oddly, the hydroxy group does not engage in any hydrogen bonding interactions.
L-Carnithine hydrochloride as supplied by Sigma Chemical Company consists of colorless prismatic crystals, and was used without purification.
Refinement
Carbon-bound H-atoms were placed in calculated positions [C-H 0.98 to 1.00 Å, U iso (H) 1.2 to 1.5U eq (C)] and were included in the refinement in the riding model approximation.
The hydroxy and acid H-atoms were located in a difference Fourier map, and were refined with a distance restraint of O-H 0.84±0.01 Å; their temperature factors were refined. 
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